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Introduction :
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Located in Lead South Dakota, the
formally known Homestake Mine, was
established in 1876. It was in operation
for approximately 125 years, officially
ceasing mining operation in 2002. Due to
its depth beneath ground, scientific
experiments have been conducted since
the mid-1960. Currently, it is now called
SURF, Sanford Underground Research
Facility and is home to various scientific
experiments. This project explores the
biodiversity and genetic variability in
fungal species collected from SURF. In
the spring of 2016, 78 samples were
collected from various underground
levels. Samples were cultured and
isolated, creating 343 isolate samples.
Isolates were lysed and diluted, to
amplify DNA, using the ThermoScientific
Phire Plant Direct PCR kit. Subsequently,
311 isolates were selected for Sanger
Sequencing, producing 199 informative
genomic sequences. Samples were
assembled and identified using genetic
softwares: Sequencher and NCBI BLAST.
Species were analyzed through CLC
Genomics Workbench to create
phylogenetic trees and cladograms.
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