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1. (15 points) What is mismatch repair and how is it accomplished in prokaryotic sysems?

2. (15 points) What is PCR and how does it work. Fill in as many details as possble. What reagents
do you need, what kinds of DNA, how does the DNA get amplified using this technique.

3. (20 points) Whet is difference between a cDNA library and a Genomic library
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4. (15 points) | have a 10,000 base pair piece of DNA. When this DNA is cleaved by enzyme A | get
2 fragments, one of 4,500 bp and a second of 5,500 base pairs. When the DNA is cleaved with
restriction enzyme B, | get three fragments; 2000, 3000, and 5000 bp long. When | cleave with both

enzymes | get four fragments; 1500, 2000, 3000, and 3500 bp long. Make arestriction map for this
piece of DNA.

5. (20 points) Describe the transcription of apiece of mMRNA in aeukaryotic system. Include important

enzymes, sequences, and any additiona processing that may occur to make the mRNA ready for
trandation.



6. (10 points) What are the start and stop codons for protein synthesis?

7. (25 points) Describe the process of charging at-RNA molecule with an amino acid. Include as
many details as possible



(10 poaints Extra Credit) -Challenge question

Let'ssay that in the first semester Biochemistry [ab we had successfully isolated the trypsin
from a buffalo and we determined its sequence using a peptide sequencer. Describe the steps you
would take, and the possible problems you would have to ded with to get the protein cloned and
expressed in E coli. (Note: thisis awide open question that essentialy describes an entire doctora
thesisproject - but it is only worth 10 points. Make sure you have the rest of the test under control
before you spend time on this)



